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Education and Work Experience

10/2013 – current Bioinformatician, Department of Evolutionary 
Genetics, Leibniz Institute for Zoo & Wildlife 
Research, Berlin

12/2010 – 09/2013 Bioinformatician, Business Unit Next Generation 
Sequencing, LGC Genomics GmbH, Berlin

10/2008 – 01/2011 Graduate studies, University of Potsdam, Germany; 
degree: MSc in Bioinformatics; co-advisors: Dr. 
Joachim Selbig, Dr. Dirk Walther; thesis: 
„Comparative analysis of miRNAs and their targets 
across four plant species“ using Perl and a small 
mySQL database (carried out at Max Planck Institute
of Molecular Plant Physiology, Bioinformatics Group)

04/2010 – 11/2010 student research assistant, Bioinformatics Group, 
Max Planck Institute of Molecular Plant Physiology, 
Potsdam-Golm

10/2009 – 03/2010 student research assistant, Helmholtz-Zentrum Berlin
für Materialien und Energie (HZB)

10/2008 – 09/2009 employee, HZB, task: development and 
programming of a new system control for the plasma-
cvd-laboratory using LabVIEW (graphical 
programming platform)

10/2005 – 09/2008 Graduate studies, Berlin School of Economics, 
Faculty of Company-Linked Programmes, Germany; 
company: HZB; degree: BSc in Computer Science; 
co-advisors: Olaf-Peter Sauer, Dr.-Ing. Michael 
Greiff; thesis: „Entwicklung eines Anwendungs-
Prototypen für die Unterstützung von mikrosopischen
Punktzählungen durch Spracherkennung“ using Java
(carried out at Helmholtz Centre Potsdam GFZ 
German Research Centre for Geosciences in 
collaboration with Museum für Naturkunde in Berlin)
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